. Primers and antibody alignment sites for HSP70 and 90 antibody epitopes. Related to Figure 1 . Table S2 . siRNA sequences for HSP70 (HSPA5) and HSP90 (HSP90AA1). Related to Figure 2 . Table S3 . Heatmap of normalised FPKM values (average per species) from liver tissue for two bat species P.a. (n=4) and E.s. (n=2), H.s. (n=16) and M.m. (n=9). All NGS sequencing was performed with Illumina amplification kits on the HiSeq2500 platform with de novo assembled transcripts, though human (GSE94660) and mouse (GSE95135) were downloaded from the Gene Expression Omnibus (NCBI). Related to Figure 3 . Table S4 . RPKM values from previously published NGS transcriptome datasets of HSP and HSF expression in bat cells (PaKi, PaLu) compared to HEK293 cells [54] [55] [56] . Related to Figure  3 . 
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